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FIGURE 2 



MMEVKDPNMKGAMLTNTGKYAI PT I D AE AYAI GKKEKPPF LPEEPS SSSEEDDP I PAE LL 60 



(CLICKDIMTDAWIPCCWSS<^£C/RITfXESOA3frCPTC HQNDVSPDALIANKFLRQA 120 



VNNFKNETGYTKRLRKQLPPFLFLVPPPRPLSQRNLQPRSRSPI LRQQDPWFRYTVS PT 1 8 Q 

CSDTKTAGSCSDSGTLSRLPAPSISSLTSNQSSLAPPVSGNPSSAPAPVPDITATVSISV 240 

HSEKSDGPFRDSDNKLLFAAALTSEHSKGASS IA I TALMEEKGVFGTSPWNS IFVGQS LL 30 0 

KGQLIPTTGPVRINAARPGGGRPGWEHSNKLGYLVSPPQQIRRGERSCYRSINRGRHHSE 360 

RSQRTQSPSLPATPCFVFVPPPPLYPPPPHTLPLPPGVPPPQFSPQFPSSQPPTAGYSVP 420 

PPGFPPAPANISTACFSPGVPTAHSNTMPTTQAPLLSREEFYREQNDKGRESKFPYSGSS 480 

YSRSSYTDSSQGLAQHIHALTLSPSAAHTLDLLHDHPHPPEEAEARSAMIVHMPDLMD I A 540 

HARSRSPPYRRYRSRSRSPPEFRGQSPTKRNVPREEKEREYFNRYREVPPPYDIKAYYGR 600 

SVDFRDPFEKERYREWERKYREWYEKYYKGYAVGAQPRPSANREDFSPERLLPLNIRNSP 660 

FTRGRREDYAAGQSHRNRNLGGNYPEKLSTRDSHNAKDNPKSKEKESENVPGDGKGNKHil 720 

^JOiBKBRNEEKGEESESFLNPELLETSRKCRGSSG I DE TKTDTLFVLPSRDD ATP VRDE PM 780 

DAESITFKSVSDITOgRKKDKPKWSnKTK^ 840 

SPRSEPELKKAiSE^TKIDSVKPSSSSQKDEKVTGTPRKAHSKSAKDTRRQSQPRTRRSK 900 

RWPKTSSQKSOPVRTRRPRS LRKTNYLTA PFyWRRFfCRyys^KnFF.gRgMyTgyvF-^T 960 

EIVKPSPKRKMEGDVEKLERTPEKDKI ASSTTPAKK I KLNRETGKKI GNAENAS TTKEPS 1020 

EKLESTSSKIKQEKVKGKAKRKVAGSEGSSSTLVDYTSTSSTGGSPVRKSEEKTDTKRTV 1080 

IKTMEEYNNDNTAPAEDVI IMIQVPQSKWDKDDFESEEEDVKTTQPIQSVGKPSS I IKNV 1140 

TTKPSATAKYTEKESEQPEKLQKLPKEASHELMQHELRSSKGSASSEKGRAKDREHSGSE 1200 

KDNPDKRKSGAQPDKESTVDRLSEQGHFKTLSQS SKETRTSBKHESVRGSSNKDFTPGRD 1260 

KKVDYDSR DY5SSKRRDE RGELARPJCDSPPRGKESLSGOKSKT,RF.F.RriT.Pygf:AF.gyygM 1 32 0 

SSPPRDKKPHDHKAPYETKRPCEETKPVDKNSGKEREKHAAEARNGKESSGANCHVYLTR 1380 

QTLPWRRSWLLGRWRRAPSSRNPS 1404 
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FIGURE 5 
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IACTAAACGTAATGTACC 
1920 

XACCCCCTTATGACATC 
1980 

lAGAACGGTACCGGGAAT 
2040 

* 

GCGGTGGGAGCTCAACC 

2100 
* 

CTCTTAATATCAGAAAT 



• FIGURE 6 (1/5) 

60 

AGGTCCACCACCTCCATCTTACACCTGCTTTCGTTGTGGTAAACCTGGTCATTATATTAAGAAT 

120 

TGCCAACAAATGGGGATAAGAACTTTGAATCTGGTCCTAGGATCAAAAAGAGCACTGGAATTCC 

180 

TAGAAGTTTTATGATGGAAGTGAAAGATCCTAACATGAAAGGTGCAATCCTTACCAACACTGGA 

240 

AAATATGCAATACCAACTATAGATGCAGAGGCCTATGCAATCGGGAAGAAAGAGAAACCACCCT 

300 

* 

TCTTACCAGAGGAGCCATCATCATCTTCAGAAGAAGATGATCCTATCCCAGCAGAGCTCTTGTG 

360 

CCTCATCTGCAAAGACATCATGACTGATGCTGTGGTCATTCCCTGCTGTGGAAACAGTTCATGT 

420 

GATGAATGTATAAGAACGACACTCTTGGAGTCAGATAAACATACATGTCCAACATGTCACCAAA 

480 

ATGATGTTTCTCCTGATGCTTTAATTGCCAACAAGTTTTTACGACAGGCTGTTAATAACTTTAA 

540 

AAATGAAACTGGCTATACAAAACGACTACGAAAACAGTTACCTCCATTTTTATTTTTAGTACCA 
600 

CCACCAAGACCACTCAGTCAGCGGAACCTACAGCCTCGTAGTAGATCTCCAATACTAAGACAGC 
660 

AGGATCCTGTAGTATTCAGGTACACTGTCTCGCCTACCTGCTCCGATACTAAGACAGCAGGATC 
720 

CTGTAGTGATTCAGGTACACTGTCTCGCCTACCTGCTCCGTCTATATCTTCATTAACTTCTAAT 
780 

CAGTCTTCCTTGGCCCCTCCTGTGTCTGGAAATCCGTCTTCTGCTCCAGCTCCAGTACCTGATA 
840 

TAACTGCAACCGTGTCTATATCAGTCCACTCAGAAAAATCGGATGGACCTTTTCGGGATTCTGA 
' 960 
TAATAAATTATTGCCAGCTGCCGCCCTTACATCAGAACATTCAAAGGGAGCCTCTTCAATTGCT 

1020 

ATTACTGCTCTTATGGAAGAAAAAGGGGTACCAGGTACCAGTCCTTGGAACTCCATCTTTGTTG 

1080 



FIQJRE 6 ' (2/5) 

GACAGTCATTATTACATGGACAGTTGATTCCCACAACTGGCCCAGTamGAATCAATGCTGCTCG 

1140 

TCCAGGTGGTGGCCGGCCAGGCTGGGAGCATTCCAACAAGCTTGGGTACCTAGTTTCTCCACCA 

1200 

CAGCAAATTAGAAGAGGAGAAAGAAGCTGTTACAGAAGTATAAACCGCGGGCGACACCACAGCG 

1260 

AACGATCACAGAGGACTCAAAGCCCATCACTTCCAGCAACTCCATGCTTTGTGCCCGTTCCACC 

1320 

ACCTCCTTTGTATCCGCCTCCTCCCCATACACTTCCTCTTCCTCCAGGTGTACCTCCTCCACAG 

1380 

TTTTCTCCTCAGTTTCCCTCCTCCCAGCCTCCAACAGCAGGATATAGTGTCCCTCCTCCAGGAT 

1440 

TTCCACCAGCTCCTGCCAATATATCAACAGCTTGCTTTTCACCAGGTGTTCCCACTGCCCATTC 

1500 

* 

AAATACCATGCCCACAACACAAGCACCTCTTTTGTCCAGGGAAGAATTCTATAGAGAGCAAAAC 
1560 

GACAAAGGAAGAGAGTCTAAATTTCCCTATAGTGGGTCATCGTATTCAAGAAGTTCATACACTG 
1620 

ACTCAAGTCAAGGTCTGGCTCAACACATTCACGCTCTTACTCTCAGTCCTTCAGCTGCTCACAC 
1680 

TCTCGATCTTCTTCACGATCATCCCCATCCTCCAGAAGAGGCAGAGGCAAGATCTGCAATGATT 
1740 

* 

GTTCACATGCCAGATCTCATGGATATCGCCCATGCTAGGT CAAGGT CACCTCCCTATAGACGAT 
1800 

ATCGCTCACGGTCCAGATCTCCTCCAGAATTTAGGGGACAGTCTCCCACTAAACGTAATGTACC 
1860 1920 
TCGAGAAGAGAAAGAACGTGAGTATTTTAATAGATACAGAGAAGTTCCACCCCCTTATGACATC 

1980 

AAAGCCTATTATGGGCGGAGTGTCGACTTTAGAGACCCATTTGAGAAAGAACGCTACCGGGAAT 

2040 

* 

GGGAAAGGAAATACCGAGAGTGGTATGAGAAGTACTACAAAGGGTACGCGGTGGGAGCTCAACC 

2100 

TAGACCCTCAGCCAATAGAGAGGACTTTTCTCCAGAGAGACTCTTACCTCTTAATATCAGAAAT 



FIGURE 6 (3/5) 

2160 

TCACCCTTCACAAGAGGCCGCAGAGAAGACTATGCTGCTGGACAAAGTCATAGAAATAGAAATC 

2220 

* 

TAGGTGGCAACTATCCAGAAAAGCTTTCAACAAGGGACAGTCACAATGCAAAAGATAATCCAAA 

2280 

ATCGAAGGAGAAGGAGAGTGAGAATGTTCCAGGAGACGGCAAAGGGAACAAGCATAAGAAACAC 

2340 

AGGAAACGAAGAAACGAAGAAAAGGGGGAAGAGAGTGAGAGCTTCCTGAACCCAGAGCTACTGG 

2400 

* 

AGACGTCTAGGAAATGCAGGGGATCGTCAGGGATTGATGAAACGAAGACAGATACACTGTTTGT 

2460 

TCTCCCAAGCAGAGACGATGCTACACCTGTTAGGGATGAGCCAATGGACGCAGAATCGATCACT 
2520 

TTCAAGTCAGTATCTGACAAAGACAAGAGGGAAAAGGATAAGCCAAAAGTAAAAAGTGACAAGA 
2580 

CCAAACGGAAAAGTGACGGGTCTGCTACAGCCAAGAAAGACAATGTTTTAAAACCTTCTAAAGG 
2640 

ACCTCAAGAAAAGGTAGATGGAGACCGTGAAAAGTCTCCTCGGTCTGAGCCGCCACTCAAAAAA 
2700 

GCCAAAGAGGAGGCTACAAAGATTGACTCTGTAAAACCTTCCTCGTCTTCTCAGAAGGATGAGA 
2760 

AGGTCACTGGAACCCCTAGAAAAGCCCATTCTAAATCTGCAAAAGACACCAGGAGGCAAAGCCA 

2820 2880 

GCCAAGGACGAGAAGGTCAAAAAGGACTGTTCCAAAGACATCAAGTCAGAAAAGCCAGCCAGTA 

2940 
* 

AGGACGAGAAGGCCAAGAAGCCTGAGAAAAATAAACTACTTGATAGCAAGGGAGAAAAACGAAA 

3000 

GAGAAAAACGGAAGAAGAGTGTAGATAAAGATTTTGAGTCGTCTTCAATGAAAATCTCTAAAGT 

3060 

AGAAGGAACAGAAATAGTGAAACCATCACCAAAACGGAAAATGGAAGGTGATGTTGAAAAGCTG 

3120 

GAAAGGACCCCAGAAAAGGACAAGATTGCATCATCAACTACTCCAGCCAAAAAAATCAAACTCA 

3180 



FIGURE 6 (4/5) 



ACAGAGAAACTGGAAAAAAAATTGGAAATGCAGAAAATGCATCTACTACAAAAGAACCCTCTGA 

3240 

AAAATTGGAGTCAACATCTAGCAAAATCAAACAGGAAAAAGTCAAGGGAAAGGCCAAACGGAAA 

3300 

GTAGCTGGGTCGGAAGGCTCCAGCTCCACGCTTGTGGATTACACCAGTACAAGTTCAACTGGAG 

3360 

GCAGTCCTGTGAGGAAATCTGAAGAAAAGACAGATACAAAGCGAACAGTCATTAAAACTATGGA 

3420 

GGAATATAATAATGATAACACAGCTCCTGCTGAAGATGTTATAATTATGATCCAGGTTCCTCAG 
3480 

* 

TCCAAATGGGATAAAGATGACTTTGAGTCTGAAGAAGAAGATGTTAAAACCACACAACCTATAC 
3540 

AGAGTGTAGGGAAACCATCGAGTATTATAAAAAATGTCACTACTAAGCCATCGGCTACGGCTAA 
3600 

* 

GTACACCGAGAAGGAAAGCGAGCAGCCCGAGAAACTGCAGAAGCTTCCCAAGGAGGCGAGCCAC 
3660 

GAGCTGATGCAGCACGAGCTCAGGAGCTCAAAGGGCAGTGCGTCCAGTGAGAAGGGCAGAGCCA 
3720 

AGGACCGGGAGCACTCAGGGTCGGAGAAGGACAACCCTGACAAGAGGAAGAGCGGTGCCCAGCC 

3780 3840 
♦ 

AGACAAGGAGAGCACTGTGGACCGCCTGAGTGAGCAGGGACATTTTAAGACTCTCTCTCAGTCT 

3900 

TCCAAAGAGACCAGGACTTCAGAGAAGCACGAGTCTGTTCGTGGTTCCTCAAATAAAGACTTCA 

3960 

* 

CTCCTGGTAGAGACAAGAAAGTGGACTACGACAGCAGGGATTATTCCAGTTCCAAGCGAAGAGA 

4020 

CGAGAGAGGTGAATTAGCAA6GAGAAAAGACTCTCCTCCCCGGGGCAAAGAGTCTCTGTCTGGG 

4080 

CAGAAAAGCAAGCTGAGGGAGGAGAGAGATTTACCTAAAAAGGGGGCCGAGTCAAAAAAAAGTA 

4140 

ATTCTAGCCCCCCAAGAGACAAAAAGCCTCATGATCATAAAGCCCCCTACGAAACTAAACGCCC 

4200 

ATGTGAAGAGACAAAGCCTGTAGATAAAAACTCTGGGAAGGAGCGGGAGAAGCATGCTGCTGAA 



FIGLTRE 6 (5/5) 
4260 

* 

GCTCGCAATGGGAAAGAGTCCAGTGGTGCAAACTGCCATGTATACCTAACCCGCCAGACCCTCC 

4320 

* 

CATGGAGAAGGAGCTGGCTGCTGGGCAGGTGGAGAAGAGCGCCGTCAAGCCGAAACCCCAGCTG 

4380 

AGCCATTCCTCGAGGCTTTCCTCTGACCTGACCCGGGAGACGAACGAGGCAGCCTTTGAACCAG 

4440 
* 

ATTATAATGAGAGCGACAGTGAGAGTAATGTGTCTGTGAAGGAAGAAGAAGCTGTTGCCAGTAT 
4500 

* 

CTCCAAGGACTTGAAAGAGAAAACAACAGAGAAAGCGAAAGAGAGCTTGACTGTAGCAACGGCC 

4560 
* 

AGCCAGCCAGGTGCAGACAGGAGCCAGAGCCAAAGTAGCCCAGTGTTAGTCAGTAGAGTCATAG 
4620 

CCTTCGGAGCCAGACCCGAAGCCACAGCAGCAGTGCCAGCTCAGCCGGAAGGCCAGGACAGCAA 
4680 

AAAGAAGAAGAAGAAGAAGGAGAAGAAAAACGACAAGAAGCATAAAAAGCACAAGAAGCACAAG 

4740 4800 
* * 

AAGCACGCAGGCCGACGGCGACGTGGAGAAGAGCCAGAAACACAAACACAAGAAGAAGAAGGCC 

4860 

AAGAAGAACAAAGACAAGGAGAAGGAGAAAGATGACCAAAAAGTGAGATCTGTCACTGTGTGAA 

4920 
* 

GGACGGATGTGTTAATTGACTTAATTACTAAGTCATCTGTATTAAATTCTGTTATAATGTAAAG 

4980 

AGATTCCAGCCTTGTAAATAATGAATGGAAGACCCTGTGCTGCACTTAAAAGTATTTGCTGCTT 

5040 

GATTATTTCATTTTTACATCAGAGCTTTATAACGAACTTTTGTACAGAATTGTGAGTTGTGACC 

5100 

ATGGAACAGTGAGAGGTTTTGCTAGGGCCTATTATTTTTAACCACCATTAATTAGTTGGGGTGG 

5160 

AGTTTACTGTACTGTGAAATTTTCACATTTGAATTTTTTTAATTGCCTGGCAA 



